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AMENDMENTS TO THE CLAIMS 



1. (Currently Amended) A method of assessing sensitivity to a therapeutic agent in a 
subject with a ohronio obstruotivo pulmonary dis e ase (CQPD) or asthma , comprising: 

determining a genotype of the subject, wherein the genotype of the subject is defined by 
a nucleotide sequence of a region of at l e ast on e g e n e s e l e ct e d from tho group consisting of: 
ALQX15, CRH, CRHR 1 , CRHR2, urocortin, stro s scopin, SRP (stresscopin related poptido), 
CRHBP, EGRU GATA3, HSDl IBl, HSDl 1B2, MAPK8, NFATC1, SCYAl 1 (Eotaxin), 
FCER2 (CD23), IL18BP, ACTH (POMC), STAT3, STAT5A, STAT6, TBX21 (TBET) and 
TGF (3 , and wherein the presence of a sequence variation in the region of CRHR 1 th e at l e ast on e 
gene is indicative of sensitivity to the therapeutic agent. 

2. (Canceled) 

3. (Original) The method of claim 1, wherein the sequence variation is a single nucleotide 
polymorphism. 

4. (Original) The method of claim 3, wherein the single nucleotide polymorphism is in a 
nucleotide sequence found in a region of CRHRl, wherein the nucleotide sequence comprises a 
polymorphism of rs 1876828, rs242939 or rs242941. 

5. (Original) The method of claim 1, wherein the sequence variation is selected from the 
group consisting of a deletion and insertion. 

6. (Original) The method of claim 1, wherein the sequence variation indicates a 
haplotype. 

7. (Original) The method of claim 6, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rsl 876828, rs242939 or rs242941 . 
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8. (Original) The method of claim 7, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rsl 876828 or rs242939. 

9. (Original) The method of claim 1, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rs242939 and rs24294L 

10. (Original) The method of claim 7, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rsl 876828 and rs24294L 

1 1 . (Original) The method of claim 7, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rsl 876828, rs242939 and rs24294L 

12. (Original) The method of claim 1 1, wherein the haplotype is defined by a nucleotide 
sequence which comprises a polymorphism of rsl 876828, rs242939 and rs242941, and wherein 
the haplotype is the GAT haplotype. 

13-53. (Canceled) 

54. (Currently Amended) A method of assessing sensitivity to a therapeutic agent in a 
subjec t with chronic obstructiv e pulmonary disQase (COPD) or asthma , comprising: 

detecting the presence of a nucleic acid molecule in a biological sample fi:om the 
subject, wherein the nucleic acid molecule is selected firom the group consisting of nucleotide 
sequences of a region of a gon e sel e ct e d from th e group consisting of: AL0X15, CRH, CRHRI7 
CRHR2, urocortin, otrcGSCopin, SRP (stresGCopin relat e d peptid e ), CRHBP, EGRl, GAT A3, 
HSDl IBl, HSDl 1B2, MAPK8, NFATC1, SCYAl 1 (Eotaxin), FCER2 (CD23), IL18BP, ACTH 
(POMC), STAT3, STAT5A, STAT6, TBX21 (TBET) and TGF p , which contains a sequence 
variation, 

(a) nucleotide sequences set forth as SEQ ID NOs: 14-41- ^-88, 205-208 122 30 8 and 236z 
252 325 371 and 
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(b) fragments of (a), wherein the fragment of the nucleotide sequences contains a 
sequence variation, 

and wherein the presence of a sequence variation in the nucleic acid molecule is 
indicative of sensitivity to the therapeutic agent. 

55-110. (Canceled) 

111. (New) The method of claim 1 , wherein the subject is a subject with chronic obstructive 
pulmonary disease (COPD) or asthma. 

1 12. (New) The method of claim 111, wherein the COPD is chronic bronchitis, emphysema, 
bronchioectasis or extrinsic allergic alveolitis. 

113. (New) The method of claim 1 , wherein the subject suffers from depression. 

1 14. (New) The method of claim 12, wherein the subject is homozygous for the GAT 
haplotype. 

115. (New) The method of claim 1 , wherein the sequence variation is determined with a 
method selected from the group consisting of nucleic acid hybridization and nucleic acid 
amplification. 

1 1 6. (New) The method of claim 1 1 5, wherein the nucleic acid hybridization is performed 
using a nucleic acid probe, a nucleic acid microarray or using PCR. 

1 1 7. (New) The method of claim 1 , wherein the therapeutic agent is a corticosteroid, a beta- 
agonist or a bronchodilator. 

118. (New) The method of claim 1, wherein the presence of the sequence variation is 
indicative that the subject is not sensitive to the therapeutic agent. 
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1 19. (New) The method of claim 1, further comprising assessing at least one risk factor to 
assess the sensitivity to the therapeutic agent. 

120. (New) The method of claim 119, wherein the risk factor is selected from the group 
consisting of basehne level of lung function, gender, age, race and prior steroid use. 

121. (New) The method of claim 54, wherein the subject is a subject with chronic 
obstructive pulmonary disease (COPD) or asthma. 

122. (New) The method of claim 121, wherein the COPD is selected from the group 
consisting of chronic bronchitis, emphysema, bronchioectasis and extrinsic allergic alveolitis. 

123. (New) The method of claim 54, wherein the subject suffers from depression. 

124. (New) The method of claim 54, wherein the nucleic acid molecule is selected from the 
group consisting of nucleotide sequences set forth as SEQ ID NOs: 14-41 and fragments thereof, 
which contains a sequence variation. 

125. (New) The method of claim 54, wherein the nucleic acid molecule is selected from the 
group consisting of nucleotide sequences of a region of CRHRl, and wherein the nucleotide 
sequence is selected from the group consisting of SEQ ID NOs: 205-208. 

126. (New) The method of claim 54, wherein the nucleic acid molecule is selected from the 
group consisting of nucleotide sequences of a region of CRHRl, wherein the sequence comprises 
the polymorphisms of rs 1876828, rs242939 and rs242941. 

127. (New) The method of claim 54, wherein the presence of the nucleic acid molecule is 
determined with a method selected from the group consisting of nucleic acid hybridization and 
nucleic acid amplification. 
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128. (New) The method of claim 127, wherein the nucleic acid hybridization is performed 
using a nucleic acid probe, a nucleic acid microarray or using PGR. 

129. (New) The method of claim 54, wherein the biological sample is a blood sample. 

130. (New) The method of claim 54, wherein the nucleic acid molecule is genomic DNA or 
mRNA. 

131. (New) The method of claim 54, wherein the therapeutic agent is a corticosteroid, a beta 
agonist or a bronchodilator. 

132. (New) The method of claim 54, wherein the presence of the sequence variation is 
indicative that the subject is not sensitive to the therapeutic agent. 

133. (New) The method of claim 54, further comprising assessing at least one risk factor to 
assess the sensitivity to the therapeutic agent. 

134. (New) The method of claim 133, wherein the risk factor is selected from the group 
consisting of baseline level of lung function, gender, age, race and prior steroid use. 



